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Summary. Languages

evolve through time. But the past of languages could be untangled like the
species are put in the tree of life. Just as DNA is used in biology to uncover
the relationships between species, the most stable linguistic features (e.g.

the basic vocabulary, etc.) seem to identify the phylogeny of languages. Here,
we evaluate the phylogenetic relationships between Slavic languages using a
group of methods. Our results correlate with the traditional classification and
prove the stability of the chosen methods.

It might be that some very ancient language had altered little,

and had given rise to few new languages,

whilst others [&hellip;] had altered much, and had given rise

to many new languages and dialects.

Ch. Darwin &Isquo;The Origin of Species&rsquo;, 1859
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NOUaioaopo dacee+id i&otal 6eéladidoe-aneéié

daétinogoésee, &ioidta adeyony ia 43 asoiia: aenoaioeliii-iaode+ita iaotad

& Noaoenoe+anéea 1aotad. 1adaay ad6iia 1a01aia iifodiaia ia dan+aod

1208e060 danfiofyieé, ide yoil sannoiyiea ilieiaaony éaé 1ada dacée+ey. |aeiddaie
aenoaioeliii-iaode+ins 1aoiaia iiaoo fedaeeol: 1a0ia idacadeaiiial iiiadiial
6aaidal (UPGMA)

[Michener

and

Q

2005]
Caaa+a Aaiiial enfedaiaaiey caésp+asani

a fidaATaee 0eETAATA0E-AMEED 4A58AUAA NBaAYifeed YcaeTa, TNOSIAINS fi

efiifeliciaaiedl feaacpues 1&oTaia 6eeiaaiaoe+aneié daalinod6esee

825a508+4aneay

eBanoAdecAseY 180TAT ACAAEAINAT ABAAIAAT (WGMA) A ififiad e16026yoeiiial sanfoiey, daseciaaiiay

jaié a 1aé&0a Wolfram Mathematica 7.0;

e
éeanoasecacey ia ifad dannolyiey Edddigoaéia [Eaaadig0aéi, 1965]
h aéia [Chakrabarti, 2003], 6daéeciaaiiay a iaé

3 0

04 Wolfram Mathematica 7.0.

MAOBTAIRE

6eeTaAIA0S-AMATAT 430844 1801411 AadaRa A efifelciaAeal i5T40IITAT i8Ta660a MrBayes [MrBayes].
A aaiii efifieaaiaaiee sanfiaoseaapony

4347246400 MAdAIANN0 AEAAYINEed YcUea: AETadifees, idaeid- & 356186580886,

+8ofees, fEiaanees, 6edasifees, 4a6156MMRees, eunees, doRnees, 1asaalifees,

sfeaadhess & nadaisisaaonees. Niasanil 0daacoeiiié eeanfeoseasee Aeaayinees

yo0&Ta, a0a88ypoRYy EAA0PUSA &36ii0

1. aifiof=ii-Reaayifeay:

36fifeeé, 438100MMEEE, Gedasifiees, doneinees;

2. peeii-fisaayifeay,

Saitou, 1987], 1a0ia iifiodiaiey 6eeiadidoe-anéié naoe Neigt
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